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[ Abstract | miRNA , as a 19-23 nucleotide non-coding RNA, plays an important role in biological growth,
differentiation, cell proliferation and apoptosis. miRNA played an important role in pathologic remodeling process of
coronary artery disease (CAD) and injury in myocardial contractility. Further research found that some cardiac-
specific miRNA exhibited certain a diagnostic value of diagnoses about CAD, which was closely associated with
traditional markers. Traditional Chinese medicine ( TCM ) played an important role in treating coronary heart
disease (CHD). According to studies on TCM and miRNA, miRNA is likely to be a new target for the theory
development of TCM theory, and syndrome remarker and development R&D of TCM. This paper gives a brief
introduction of miRNA | and focuses on the role of miRNA as a potential biomarker for treating ( CHD) and its
close relationship with TCM.
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